Cell-type-resolved regulatory evolution during marine-freshwater divergence in stickleback
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Next Steps

* This pilot study demonstrates that we can identity repeated differentiation
at putative CREs in individual nervous system cell types.
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* However, disentangling direct selection on putative CREs from linked

. . Andreas Harer
selection to genes or other features remains a challenge.
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* We plan to phase the genomic data using our existing reference panel. This will enable haplotype-aware methods to more
precisely identity selection on regulatory elements, but also allow us to ask if outlier regions have a shared ancestral origin or
are mediated by de novo mutations.

* We will formally test it parallel freshwater adaptation has preterentially targeted regulatory regions relative to baseline.

* Incorporate other lines of evidence (e.g. ATAC footprinting, TF motif analysis) to more definitively identify CREs.
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